A rod-shaped, phototrophic, purple sulfur bacterium was isolated in pure culture from brackish water near Bheemli, Visakhapatnam, India, in a medium that contained 2 % NaCl (w/v). Strain JA144
The genus Allochromatium was created to accommodate some species that had previously been classified as members of the genus Chromatium, based on their genetic distance from Chromatium okenii (Imhoff et al., 1998) . At present, the genus Allochromatium comprises four well-described species: Allochromatium vinosum, Allochromatium minutissimum, Allochromatium warmingii and Allochromatium renukae; the latter was characterized in our laboratory (Anil Kumar et al., 2008) . In the family Chromatiaceae, suspensions of cells of the following species, which belong to eight genera, are brownish in colour (Imhoff, 2005b) : A. vinosum, A. minutissimum and Marichromatium gracile (brownish-red); Thiococcus pfennigii and Thiospirillum jenense (orange-brown); Thioalkalicoccus limnaeus and Thioflavicoccus mobilis (yellowish-brown to orange-brown); Rhabdochromatium marinum (beige to orange-brown); and Thiorhodococcus minor (brown-orange). Here, a novel brown phototrophic gammaproteobacterium belonging to the genus Allochromatium is described.
Strain JA144
T was isolated from photolithoheterotrophic enrichments. The sample (anoxic sediment along with water) that yielded strain JA144
T was collected on 18 March 2007 from a pool of brackish water at Bheemli, Visakhapatnam, India (17 u 539 N 83 u 279 E). The sample had a pH of 6.8, a salinity of 10 % and a temperature of 30 u C. The medium used for isolation of strain JA144
T was modified medium of Biebl & Pfennig (1981) Cl, 0.68 g; NaCl, 20 g; yeast extract, 0.5 g; sodium pyruvate, 3 g; micronutrient solution SL7, 1 ml; and ferric citrate solution (0.1 %, w/v), 5 ml. Purification and polyphasic taxonomic studies were carried out as described previously (Anil Kumar et al., 2007 Kumar et al., , 2008 .
Individual cells of strain JA144
T were rod-shaped (1.0-1.562.0-4.0 mm), multiplied by binary fission and were motile. T did not require salt, but tolerated up to 3 % (w/v) NaCl. The pH range for growth of strain JA144 T was 7.0-8.0 (optimum pH 7.5). The temperature optimum was 30 u C (range 25-35 u C). Strain JA144
T did not require vitamins. The colour of a suspension of photosynthetically grown cells was brown. The wholecell absorption spectrum of strain JA144
T gave absorption maxima at 374, 460, 488, 518, 593, 800 and 857 nm, thus confirming the presence of bacteriochlorophyll a; the absorption spectrum for pigments extracted with acetone gave absorption maxima at 448, 473 and 506 nm, probably indicating carotenoids of the rhodopinal series (see Supplementary Fig. S1 , available in IJSEM Online). Genomic DNA was extracted and purified according to the method of Marmur (1961) and the DNA G+C content (mol%) was determined by HPLC (Mesbah et al., 1989) . The DNA G+C content of strain JA144 T was 59.8 mol%. The phylogenetic relationship of strain JA144
T to other purple sulfur bacteria was examined by 16S rRNA gene sequence analysis. 16S rRNA gene sequences were aligned by using the program CLUSTAL_X (Thompson et al., 1997) and the alignment was corrected manually by using BIOEDIT software (Hall, 1999) . The evolutionary tree was constructed by using the maximum-likelihood method [DNAML in the PHYLIP package (transition/transversion ratio used was 2.0000)] and the resultant tree topologies were evaluated by bootstrap analysis based on 100 resamplings using the programs SEQBOOT and CONSENSE in the PHYLIP package (Felsenstein, 1989) . The data obtained revealed that the novel isolate branched separately, but clustered with type strains of species of the genus Allochromatium and was distinct from members of other genera of purple sulfur bacteria (family Chromatiaceae). Highest sequence similarities of strain JA144
T were found with the type strains of A. vinosum (96.7 %), A. renukae (96.3 %), A. minutissimum (95.6 %) and A. warmingii (89.2 %) (Fig. 1 ). An unusual signature sequence (TACCTGTCACT) was found between positions 825 and 837 (based on Escherichia coli numbering) in the 16S rRNA gene sequence of strain JA144 T compared with all other Allochromatium species. In addition to 16S rRNA gene sequence dissimilarity, strain JA144 T could be differentiated clearly from other Allochromatium species based on phenotypic properties (Table 1) , thus justifying the description of this strain as a representative of a novel species, Allochromatium phaeobacterium sp. nov. An additional strain, JA316, with 99.8 % 16S rRNA gene sequence similarity to strain JA144 T (Fig. 1) and possessing other traits of this strain, was isolated from Chilika salt lagoon (Orissa), at Rambha, India (19 u 309 N 85 u 59 E). 
